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<110> INCYTE PHARMACEUTICALS, INC. 
TANG , Y . Tom 
LAL, Preeti 
HILLMAN, Jennifer L. 
CORLEY, Neil C. 
PATTERSON , Chandra 
BAUGHN, Marian R. 

<120> MOLECULES ASSOCIATED WITH CELL PROLIFERATION 

<130> PF-0561 PCT 

<140> To Be Assigned 
<141> Herewith 

<150> 60/093,827 
<151> 1998-07-22 

<160> 10 

<170> FastSeq 3.0 

<210> 1 

<211> 87 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No.: 370766 

<400> 1 



Met 


Arg 


Glu 


Ser 


Ala 


Leu 


Glu 


Pro 


Gly 


Pro 


Val 


Pro 


Glu 


Ala 


Pro 


1 








5 










10 










15 


Ala 


Gly 


Gly 


Pro 


Val 


His 


Ala 


Val 


Thr 


Val 


Val 


Thr 


Leu 


Leu 


Glu 










20 










25 










30 


Lys 


Leu 


Ala 


Ser 


Met 


Leu 


Glu 


Thr 


Leu 


Arg 


Glu 


Arg 


Gin 


Gly 


Gly 










35 










40 










45 


Leu 


Ala 


Arg 


Arg 


Gin 


Gly 


Gly 


Leu 


Ala 


Gly 


Ser 


Val 


Arg 


Arg 


lie 










50 










55 










60 


Gin 


Ser 


Gly 


Leu 


Gly 


Ala 


Leu 


Ser 


Arg 


Ser 


His 


Asp 


Thr 


Thr 


Ser 










65 










70 










75 


Asn 


Thr 


Leu 


Ala 


His 


Cys 


Trp 


Pro 


Arg 


Arg 


Ser 


Ala 









80 85 



<210> 2 
<211> 379 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No.: 1685090 

<400> 2 

Met Ala Arg Arg Ser Ala Phe Pro Ala Ala Ala Leu Trp Leu Trp 
15 10 15 

Ser lie Leu Leu Cys Leu Leu Ala Leu Arg Ala Glu Ala Gly Pro 
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20 25 30 " " 

Pro Gin Glu Glu Ser Leu Tyr Leu Trp lie Asp Ala His Gin Ala 
35 * 40 45 

Arg Val Leu lie Gly Phe Giu Glu Asp lie Leu lie Val Ser Glu 
50 55 60 

Gly Lys Met Ala Pro Phe Thr His Asp Phe Arg Lys Ala Gin Gin 
65 70 75 

Arg Met Pro Ala lie Pro Val Asn lie His Ser Met Asn Phe Thr 
80 85 90 

Trp Gin Ala Ala Gly Gin Ala Glu Tyr Phe Tyr Glu Phe Leu Ser 
95 100 105 

Leu Arg Ser Leu Asp Lys Gly lie Met Ala Asp Pro Thr Val Asn 

110 115 120 

Val Pro Leu Leu Gly Thr Val Pro His Lys Ala Ser Val Val Gin 

125 130 135 

Val Gly Phe Pro Cys Leu Gly Lys Gin Asp Gly Val Ala Ala Phe 

140 145 150 

Glu Val Asp Val lie Val Met Asn Ser Glu Gly Asn Thr lie Leu 

155 160 165 

Gin Thr Pro Gin Asn Ala lie Phe Phe Lys Thr Cys Gin Gin Ala 

170 175 180 

Glu Cys Pro Gly Gly Cys Arg Asn Gly Gly Phe Cys Asn Glu Arg 

185 190 195 

Arg lie Cys Glu Cys Pro Asp Gly Phe His Gly Pro His Cys Glu 

200 205 210 

Lys Ala Leu Cys Thr Pro Arg Cys Met Asn Gly Gly Leu Cys Val 

215 220 225 

Thr Pro Gly Phe Cys lie Cys Pro Pro Gly Phe Tyr Gly Val Asn 

230 235 240 

Cys Asp Lys Ala Asn Cys Ser Thr Thr Cys Phe Asn Gly Gly Thr 

245 250 255 

Cys Phe Tyr Pro Gly Lys Cys lie Cys Pro Pro Gly Leu Glu Gly 

260 265 270 

Glu Gin Cys Glu lie Ser Lys Cys Pro Gin Pro Cys Arg Asn Gly 

275 280 285 

Gly Lys Cys lie Gly Lys Ser Lys Cys Lys Cys Ser Lys Gly Tyr 

290 295 300 

Gin Gly Asp Leu Cys Ser Lys Pro Val Cys Glu Pro Gly Cys Gly 

305 310 315 

Ala His Gly Thr Cys His Glu Pro Asn Lys Cys Gin Cys Gin Glu 

320 325 330 

Gly Trp His Gly Arg His Cys Asn Lys Arg Tyr Glu Ala Ser Leu 

335 340 345 

lie His Ala Leu Arg Pro Ala Gly Ala Gin Leu Arg Gin His Thr 

350 355 360 

Pro Ser Leu Lys Lys Ala Glu Glu Arg Arg Asp Pro Pro Glu Ser 

365 370 375 

Asn Tyr lie Trp 



<210> 3 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone No.: 1820237 

<400> 3 

Met Asp Ser Arg lie Pro Tyr Asp Asp Tyr Pro Val Val Phe Leu 
15 10 15 
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Pro 


Ala 


Tyr 


Glu 


Asn 


Pro 


Pro 


Ala 


Trp 


He 


Pro 


Pro 


His 


Glu 


Ara 










20 










25 










30 


Val 


His 


His 


Pro 


ASD 


Tyr 


Asn 


Asn 


Glu 


Leu 


Thr 


Gin 


Phe 


Leu 


Pro 










35 










40 










45 


Arg 


Thr 


He 


Thr 


Leu 


Lys 


Lys 


Pro 


Pro 


Gly 


Ala 


Gin 


Leu 


Gly 


Phe 










50 










55 








60 


Asn 


He 


Arg 


Gly 


Gly 


Lys 


Ala 


Ser 


Gin 


Leu 


Gly 


He 


Phe 


He 


Ser 










65 










70 










75 


Lys 


Val 


He 


Pro 


Asp 


Ser 


Asp 


Ala 


His 


Arg 


Ala 


Gly 


Leu 


Gin 


Glu 










80 










85 










90 


Gly 


Asp 


Gin 


Val 


Leu 


Ala 


Val 


Asn 


Asp 


Val 


Asp 


Phe 


Gin 


Asp 


He 










95 










100 










105 


Glu 


His 


Ser 


Lys 


Ala 


Val 


Glu 


He 


Leu 


Lys 


Thr 


Ala 


Arg 


Glu 


He 










110 










115 










120 


Ser 


Met 


Arg 


Val 


Arg 


Phe 


Phe 


Pro 


Tyr 


Asn 


Tyr 


His 


Arg 


Gin 


Lys 










125 










130 










135 


Glu 


Arg 


Thr 


Val 


His 























140 



<210> 4 
<211> 456 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f e'ature 

<223> Incyte Clone No.: 1843956 

<400> 4 



Met 


Gly 


Ala 


Cys 


Leu 


Gly 


Ala 


Cys 


Ser 


Leu 


Leu 


Ser 


Cys 


Ala 


Ser 


1 








5 










10 










15 


Cys 


Leu 


Cys 


Gly 


Ser 


Ala 


Pro 


Cys 


He 


Leu 


Cys 


Ser 


Cys 


Cys 


Pro 










20 










25 










30 


Ala 


Ser 


Arg 


Asn 


Ser 


Thr 


Val 


Ser 


Arg 


Leu 


He 


Phe 


Thr 


Phe 


Phe 










35 










40 










45 


Leu 


Phe 


Leu 


Gly 


Val 


Leu 


Val 


Ser 


He 


lie 


Met 


Leu 


Ser 


Pro 


Gly 










50 










55 










60 


Val 


Glu 


Ser 


Gin 


Leu 


Tyr 


Lys 


Leu 


Pro 


Trp 


Val 


Cys 


Glu 


Glu 


Gly 










65 










70 










75 


Ala 


Gly 


He 


Pro 


Thr 


Val 


Leu 


Gin 


Gly 


His 


He 


Asp 


Cys 


Gly 


Ser 










80 










85 










90 


Leu 


Leu 


Gly 


Tyr 


Arg 


Ala 


Val 


Tyr 


Arg 


Met 


Cys 


Phe 


Ala 


Thr 


Ala 










95 










100 










105 


Ala 


Phe 


Phe 


Phe 


Phe 


Phe 


Thr 


Leu 


Leu 


Met 


Leu 


Cys 


Val 


Ser 


Ser 










110 










115 










120 


Ser 


Arg 


Asp 


Pro 


Arg 


Ala 


Ala 


He 


Gin 


Asn 


Gly 


Phe 


Trp 


Phe 


Phe 










125 










130 










135 


Lys 


Phe 


Leu 


He 


Leu 


Val 


Gly 


Leu 


Thr 


Val 


Gly 


Ala 


Phe 


Tyr 


He 










140 










145 










150 


Pro 


Asp 


Gly 


Ser 


Phe 


Thr 


Asn 


He 


Trp 


Phe 


Tyr 


Phe 


Gly 


Val 


Val 










155 










160 










165 


Gly 


Ser 


Phe 


Leu 


Phe 


He 


Leu 


He 


Gin 


Leu 


Val 


Leu 


Leu 


He 


Asp 










170 










175 










180 


Phe 


Ala 


His 


Ser 


Trp 


Asn 


Gin 


Arg 


Trp 


Leu 


Gly 


Lys 


Ala 


Glu 


Glu 










185 










190 










195 


Cys 


Asp 


Ser 


Arg 


Ala 


Trp 


Tyr 


Ala 


Gly 


Leu 


Phe 


Phe 


Phe 


Thr 


Leu 










200 










205 










210 


Leu 


Phe 


Tyr 


Leu 


Leu 


Ser 


He 


Ala 


Ala 


Val 


Ala 


Leu 


Met 


Phe 


Met 










215 










220 










225 


Tyr 


Tyr 


Thr 


Glu 


Pro 


Ser 


Gly 


Cys 


His 


Glu 


Gly 


Lys 


Val 


Phe 


lie 



230 235 240 



3/7 



WO 00/05374 PCT/US99/1 6637 



Ser 


Leu 


Asn 


Leu 


Thr 


Phe 


Cys 


Val 


Cys 


Val 


Ser 


He 


Ala 


Ala 


Val 










245 








250 










255 


Leu 


Pro 


Lys 


Val 


Gin 
260 


Asp 


Ala 


Gin 


Pro 


Asn 
265 


Ser 


Gly 


Leu 


Leu 


Gin 
270 


Ala 


Ser 


Val 


He 


Thr 
275 


Leu 


Tyr 


Thr 


Met 


Phe 
280 


Val 


Thr 


Trp 


Ser 


Ala 
285 


Leu 


Ser 


Ser 


He 


Pro 
290 


Glu 


Gin 


Lys 


Cys 


Asn 
295 


Pro 


His 


Leu 


Pro 


Thr 
300 


Gin 


Leu 


Gly 


Asn 


Glu 
305 


Thr 


Val 


Val 


Ala 


Gly 
310 


Pro 


Glu 


Gly 


Tyr 


Glu 
315 


Thr 


Gin 


Trp 


Trp 


Asp 
320 


Ala 


Pro 


Ser 


He 


Val 
325 


Gly 


Leu 


He 


He 


Phe 
330 


Leu 


Leu 


Cys 


Thr 


Leu 
335 


Phe 


He 


Ser 


Leu 


Arg 
340 


Ser 


Ser 


Asp 


His 


Arg 
345 


Gin 


Val 


Asn 


Ser 


Leu 
350 


Met 


Gin 


Thr 


Glu 


Glu 
355 


Cys 


Pro 


Pro 


Met 


Leu 
360 


Asp 


Ala 


Thr 


Gin 


Gin 
365 


Gin 


Gin 


Gin 


Gin 


Val 
370 


Ala 


Ala 


Cys 


Glu 


Gly 
375 


Arg 


Ala 


Phe 


Asp 


Asn 
380 


Glu 


Gin 


Asp 


Gly 


val 
385 


Thr 


Tyr 


Ser 


Tyr 


Ser 
390 


Phe 


Phe 


His 


Phe 


Cys 
395 


Leu 


Val 


Leu 


Ala 


Ser 
400 


Leu 


His 


Val 


Met 


Met 
405 


Thr 


Leu 


Thr 


Asn 


Trp 
410 


Tyr 


Lys 


Pro 


Gly 


Glu 
415 


Thr 


Arg 


Lys 


Met 


He 
420 


Ser 


Thr 


Trp 


Thr 


Ala 
425 


Val 


Trp 


Val 


Lys 


He 
430 


Cys 


Ala 


Ser 


Trp 


Ala 
435 


Gly 


Leu 


Leu 


Leu 


Tyr 
440 


Leu 


Trp 


Thr 


Leu 


Val 
445 


Ala 


Pro 


Leu 


Leu 


Leu 
450 


Arg 


Asn 


Arg 


Asp 


Phe 
455 


Ser 





















<210> 5 
<211> 235 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No.: 2809903 

<400> 5 



Met 


Gly 


Ala 


Phe 


Arg 


Ala 


Leu 


Cys 


1 








5 








Leu 


Ser 


Leu 


Gly 


Gin 
20 


Arg 


Pro 


Thr 


Gly 


Arg 


Leu 


Leu 


Leu 


Gly Thr 


Gly 










35 








Val 


His 


Thr 


Thr 


Arg 
50 


Cys 


Cys 


Arg 


Cys 


Ser 


Glu 


Trp 


Asp 
65 


Cys 


Met 


Cys 


Gly 


Asp 


Pro 


Cys 


Cys 
80 


Thr 


Thr 


Cys 


Gly 


Gin 


Gly 


Val 


Gin 
95 


Ser 


Gin 


Gly 


Cys 


He 


Asp 


Cys 


Ala 
110 


Ser 


Gly 


Thr 


His 


Cys 


Lys 


Pro 


Trp 
125 


Thr 


Asp 


Cys 


Val 


Phe 


Pro 


Gly 


Asn 


Lys 


Thr 


His 



140 



Gly 


Leu 


Ala 


Leu 


Leu 


Cys 


Ala 




10 










15 


Gly 


Gly 


Pro 


Gly 


Cys 


Gly 


Pro 




25 










30 


Thr 


Asp 


Ala 


Arg 


Cys 


Cys 


Arg 




40 










45 


Asp 


Tyr 


Pro 


Gly 


Glu 


Glu 


Cys 




55 










60 


Val 


Gin 


Pro 


Glu 


Phe 


His 


Cys 




70 










75 


Arg 


His 


His 


Pro 


Cys 


Pro 


Pro 




85 










90 


Lys 


Phe 


Ser 


Phe 


Gly 


Phe 


Gin 




100 










105 


Phe 


Ser 


Gly 


Gly 


His 


Glu 


Gly 




115 










120 


Thr 


Gin 


Phe 


Gly 


Phe 


Leu 


Thr 




130 










135 


Asn 


Ala 


Val 


Cys 


Val 


Pro 


Gly 




145 










150 
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Ser 


Pro 


Pro 


Ala 


Glu 


Pro 


Leu 


Gly 


Trp 


Leu 


Thr 


Val 


Val 


Leu 


Leu 










155 








160 










165 


Ala 


Val 


Ala 


Ala 


Cvs 


Val 


Leu 


Leu 


Leu 


Thr 


Ser 


Ala 


Gin 


Leu 


Gly 










170 










175 










180 


Leu 


His 


He 


Trp 


Gin 


Leu 


Arg 


Ser 


Gin 


Cys 


Met 


Trp 


Pro 


Arg 


Glu 








185 








190 










195 


Thr 


Gin 


Leu 


Leu 


Leu 


Glu 


Val 


Pro 


Pro 


Ser 


Thr 


Glu 


Asp 


Ala 


Arg 










200 










205 










210 


Ser 


Cys 


Gin 


Phe 


Pro 


Glu 


Glu 


Glu 


Arg 


Gly 


Glu 


Arg 


Ser 


Ala 


Glu 










215 










220 










225 


Glu 


Lys 


Gly 


Arg 


Leu 


Gly 


Lys 


Leu 


Trp 


Val 













230 235 



<210> 6 

<211> 369 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte Clone No.: 370766 



<400> 6 

ggcccctgac 

atgagggaga 

cacgccgtga 

gagcggcagg 

cagagcggcc 

tgctggccaa 

gccgcgcac 



cgtagtgcag 
gtgcgttgga 
cggtggtgac 
gaggcctggc 
tgggcgctct 
ggcggagcgc 



ccagcagttg 
gccggggcct 
cctgctggag 
tcgaaggcag 
gagtcgcagc 
gtgagctcgc 



caggcagacg 
gtgcccgagg 
aagctggcct 
ggaggcctgg 
cacgacacca 
acgccaacgc 



gagcagagcg 
cgccggcggg 
ccatgctgga 
cagggtccgt 
ccagcaacac 
cgcccaagag 



gtcagggatc 60 
gggtcccgtg 120 
gactctgcgg 180 
gcgccgcatc 24 0 
cttggcgcac 300 
cgcgcggtgc 360 
369 



<210> 7 

<211> 1415 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte Clone No.: 1685090 



<400> 7 

tctaaacggg 

aggttgcgta 

gcccggagga 

ctggcactgc 

gctcaccagg 

aaaatggcac 

gtcaatatcc 

gaattcctgt 

cctctgctgg 

ggaaaacagg 

aacaccattc 

tgcccaggcg 

gatgggttcc 

ggactttgtg 

gacaaagcaa 

tgtatttgcc 

tgtcgaaatg 

ggagacctct 

gaacccaaca 



aacagccctg 
ggtgcggcac 
gcgccttccc 
gggcggaggc 
caagagtact 
cttttacaca 
attccatgaa 
ccttgcgctc 
gaacagtgcc 
atggggtggc 
tccaaacacc 
ggtgccgaaa 
acggacctca 
tgactcctgg 
actgctcaac 
ctccaggact 
gaggtaaatg 
gttcaaagcc 
aatgccaatg 



gctgagggag 
gaggagtttt 
tgccgccgcg 
cgggccgccg 
cataggattt 
tgatttcaga 
ttttacctgg 
cctggataaa 
tcacaaggca 
agcatttgaa 
tcaaaatgct 
tggaggcttt 
ctgtgagaaa 
tttctgcatc 
cacctgcttt 
agagggagag 
cattggtaaa 
tgtctgcgag 
tcaagaaggt 



ctgcagcgca 
cccggcagcg 
ctctggctct 
caggaggaga 
gaagaagata 
aaagcgcaac 
caagctgcag 
ggcatcatgg 
tcagttgttc 
gtggatgtga 
atcttcttta 
tgtaatgaaa 
gccctttgta 
tgcccacctg 
aatggaggga 
cagtgtgaaa 
agcaaatgta 
cctggctgtg 
tggcatggaa 



gcagagtatc 
aggaggtcct 
ggagcatcct 
gcctgtacct 
tcctgattgt 
agagaatgcc 
ggcaggcaga 
cagatccaac 
aagttggttt 
ttgttatgaa 
aaacatgtca 
gacgcatctg 
ccccacgatg 
gattctatgg 
cctgtttcta 
tcagcaaatg 
agtgttccaa 
gtgcacatgg 
gacactgcaa 



tgacggcgcc 
gagcagcatg 
cctgtgcctg 
atggatcgat 
ttcagagggg 
agctattcct 
atacttctat 
cgtcaatgtc 
cccatgtctt 
ttctgaaggc 
acaagctgag 
cgagtgtcct 
tatgaatggt 
agtgaactgt 
ccctggaaaa 
cccacaaccc 
aggttaccag 
aacctgccat 
taaaaggtac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
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gaagccagcc tcaiacatgc cctgaggcca gcaggcgccc agcccaggca gcacacgcct 1200 
tcacttaaaa aggccgagga gcggcgggat ccacccgaat ccaattacat ctggtgaact 1260 
ccgacatctg aaacgttcta agttacacca agttcatagc czzzgztaac ctttcatgcg 1320 
ttgaatgttc aaataatgtr cattacactt aagaatactg gccngaattt tattagcttc 1380 
attataaatc actgagctga tatttactct tcctg 1415 



<210> 8 
<211> 988 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte Clone No.: 1820237 



<400> 8 

ggttcccaga 

ccttgcccga 

cctatgagaa 

acaatgagtt 

agttgggatt 

tgattcctga 

tgaatgatgt 

ctcgtgaaat 

ggactgtgca 

taactagact 

aggatgggga 

agttttctag 

cctgtgagga 

cttacatatg 

catctgactt 

tgagactcca 

taaaacacaa 



ctgaattgtc 
gatggacagc 
tcctccagca 
gacccagttt 
taacatccga 
ctctgatgca 
ggatttccaa 
cagcatgcgt 
ctagaaagtt 
tcaggggagc 
gacagctaac 
gtgagcttca 
acctagttag 
tcatatttta 
ccctggccat 
gtgagacgct 
tgctgaagaa 



agtgagcgga 
cggattcctt 
tggattcctc 
ctgccccgaa 
ggaggaaagg 
catagagcag 
gatattgagc 
gtgcgcttct 
gcagcccaca 
cact tctgtt 
caactgcatt 
ttccctgaaa 
gaaagacaac 
attatagaaa 
cttatcccat 
gttttcaccc 
aaaaaaaa 



gtctgaggtc 
atgatgacta 
ctcatgagag 
ccatcacact 
cctcccagct 
gactgcagga 
acagcaaggc 
ttccctacaa 
gcccttcatg 
ttcagcccct 
acccaaacca 
ggaggatgat 
tgacatttat 
tcagtagcaa 
ccttgcacta 
cttcctcctc 



gctgtggact 
cccggtggtt 
ggtacaccac 
gaagaagcct 
aggcatcttc 
aggggaccaa 
tgttgagatc 
ttatcatcgc 
tggactctgt 
ccctggaata 
tattgcactt 
gatatctagg 
tgaatatcat 
aaagaatctt 
tcagaagatt 
ctagcctctc 



gcccactggg 
ttcttgcctg 
ccggactaca 
cctggagctc 
atctccaagg 
gttctagctg 
ctgaagacag 
caaaaagaga 
catgacatgc 
gtgagttggg 
ttagttccct 
cataacctag 
gcactagtcc 
ggggattttc 
catacactt t 
tcccaaaaag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
988 



<210> 9 
<211> 1905 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No.: 1843956 



<400> 9 

gcgccccgcg cccggcgccg ggcgcccgaa gccgggagcc gccgccatgg gggcctgcct 60 

gggagcctgc tccctgctca gctgcgcgtc ctgcctctgc ggctctgccc cctgcatcct 120 

gtgcagctgc tgccccgcca gccgcaactc caccgtgagc cgcctcatct tcacgttctt 180 

cctcttcctg ggggtgctgg tgtccatcat tatgctgagc ccgggcgtgg agagtcagct 240 

ctacaagctg ccctgggtgt gtgaggaggg ggccgggatc cccaccgtcc tgcagggcca 300 

catcgactgt ggctccctgc ttggctaccg cgctgtctac cgcatgtgct tcgccacggc 360 

ggccttcttc ttctttttca ccctgctcat gctctgcgtg agcagcagcc gggacccccg 420 

ggctgccatc cagaatgggt tttggttctt taagttcctg atcctggtgg gcctcaccgt 480 

gggtgccttc tacatccctg acggctcctt caccaacatc tggttctact tcggcgtcgt 540 

gggctccttc ctcttcatcc tcatccagct ggtgctgctc atcgactttg cgcactcctg 600 

gaaccagcgg tggctgggca aggccgagga gtgcgattcc cgtgcctggt acgcaggcct 660 

cttcttcttc actctcctct tctacttgct gtcgatcgcg gccgtggcgc tgatgttcat 720 

gtactacact gagcccagcg gctgccacga gggcaaggtc ttcatcagcc tcaacctcac 780 

cttctgtgtc tgcgtgtcca tcgctgctgt cctgcccaag gtccaggacg cccagcccaa 840 

ctcgggtctg ctgcaggcct cggtcatcac cctctacacc atgtttgtca cctggtcagc 900 

cctatccagt atccctgaac agaaatgcaa cccccatttg ccaacccagc tgggcaacga 960 

gacagttgtg gcaggccccg agggctatga gacccagtgg tgggatgccc cgagcattgt 1020 

gggcctcatc atcttcctcc tgtgcaccct cttcatcagt ctgcgctcct cagaccaccg 1080 



6/7 



WO 00/05374 PCT/US99/16637 

gcaggtgaac agcctgatgc agaccgagga gtgcccacct atgctagacg ccacacagca 11"40 

gcagcagcsg caggtggcag cctgtgaggg ccgggccttt gacaacgagc aggacggcgu 1200 

cacctacagc tactccttct tccacttctg cctggtgctg gcctcactgc acgncatgat 1260 

gacgctcacc aactggtaca agcccggtga gacccggaag atgatcagca cgtggaccgc 1320 

cgtgtggg-g aagatctgtg ccagctgggc agggctgctc ctctacctgt ggaccctggt 1380 

agccccac-c ctcctgcgca accgcgactt cagctgaggc agcctcacag cctgccatct 1440 

ggtgcctcct gccacctggt gcctctcggc tcggtgacag ccaacctgcc ccctccccac 1500 

accaatcacc caggctgagc ccccacccct gccccagctc caggacctgc ccctgagccg 1560 

ggccttctag tcgtagtgcc ttcagggtcc gaggagcatc aggctcctgc agagccccat 1620 

ccccccgcca cacccacacg gtggagctgc ctcttccttc ccctcctccc tgttgcccat 1680 

actcagcaic tcggatgaaa gggctccctt gtcctcaggc tccacgggag cggggctgct 1740 

ggagagagcg gggaactccc accacagtgg ggcatccggc actgaagccc tggtgttcct 1800 

ggtcacgtcc cccaggggac cctgccccct tcctggactt cgtgccttac tgagtctcta 1860 

agacttttrc taataaacaa gccagtgcgt gtaccaaaaa aaaaa 1905 

<210> 10 

<211> 764 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone No.: 2809903 

<400> 10 

agcacagca cggggcgatg ggcgcgtttc gggccctgtg cggcctggcg ctgctgtgcg 60 

cgctcagcct gggtcagcgc cccaccgggg gtcccgggtg cggccctggg cgcctcctgc 120 

ttgggacggg aacggacgcg cgctgctgcc gggttcacac gacgcgctgc tgccgcgatt 180 

acccgggcga ggagtgctgt tccgagtggg actgcatgtg tgtccagcct gaattccact 240 

gcggagaccc ttgctgcacg acctgccggc accacccttg tcccccaggc cagggggtac 300 

agtcccaggg gaaattcagt tttggcttcc agtgtatcga ctgtgcctcg gggaccttct 360 

ccgggggcca cgaaggccac tgcaaacctt ggacagactg cacccagttc gggtttctca 420 

ctgtgttccc tgggaacaag acccacaacg ctgtgtgcgt cccagggtcc ccgccggcag 480 

agccgcttgg gtggctgacc gtcgtcctcc tggccgtggc cgcctgcgtc ctcctcctga 540 

cctcggccca gcttggactg cacatctggc agctgaggag tcagtgcatg tggccccgag 600 

agacccagct gctgctggag gtgccgccgt cgaccgaaga cgccagaagc tgccagttcc 660 

ccgaagaaga acggggcgag cgatcggcag aggagaaggg gcggctgggg aaactgtggg 720 

tgtgagcctg gccgtccttc ggggccacga ccgcagcagc cctt 764 
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